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Carbon-Limited = YheO in active form
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SdhCDAB SucABC

* Repression of carbon Efflux
* Activation of carbon Influx
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Carbon-Excess = YheO in inactive form
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* Derepression of carbon Efflux
* Deactivation of carbon Influx
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(1)Fu-Ying D et al., Frontiers in Genetics, 9:610 (2018)
(2)Fujiwara T et al., Frontiers in Plant Science, 6:657 (2015)
(3)Hirooka S et al., Plant Cell (2026) in press.
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1] Savary S. et al., Nat. Ecol. Evol., 3: 430-439 (2019)

2] Berner D.K. et al., Appl. Agri. Res., 3: 160-166 (1988)
3] LilJ. etal., Bot. Stud., 62:5 (2021)

2% D bioRxiv $¢f& ] Takeru O. et al., bioRxiv, (2026)
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Comparative Shotgun Metagenomic
Analysis of Urban Subway Surface

Microbiomes in the Greater Tokyo Area
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UMMEZEDOMELBICZDEZEHD L CECEHHL BT E
7,

5 SRR

[1] Fukushi et al., iScience, 23:101462 (2020)
[2] Tsuchiya et al., iScience, 27:111074 (2024)
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Complete genome sequence of Alteromonas stellipolaris
strain 6L2 isolated from surface seawater using an
ethylene-a-olefin co-oligomer

B ', T RERE 2, W 2, A AR P
HOK - BB 2JAMSTEC °CREST
Microbiol. Resour. Announc. 15, e01285-25 (2026)
https://doi.org/10.1128/mra.01285-25
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Amplicon sequence collection of putative polyethylene
terephthalate hydrolases from two different composts
in Japan
i 1, ARE FISE?, KK 2R 2, A ARRER Y, R !
VHOK - BB 2 JERUL T *CREST AT - T
Microbiol. Resour. Announc. 15, e00173-26 (2026)
https://doi.org/10.1128/mra.00173-26
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The Alteromonas macleodii ribosome enables consecutive
incorporation of bulky D-amino acids into peptides
g 2 b, % 2, Maxwell Sigal', & %!

VRSB ML I 2 LIRS T
WTAER
A

Nucleic Acids Research, 54, gkag341, 2026
https://doi.org/10.1093/nar/gkag341
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