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Cloning and sequencing analysis of whole Spiroplasma
genome in yeast

Masaki Mizutani', Sawako Omori', Noriko Yamane', Yo

Suzuki?®, John '. Glass®, Ray-Yuan Chuang®’, Takema
Fukatsu""®, Shigeyuki Kakizawa'
1Bioproduction Research Institute, National Institute of
Advanced Industrial Science and Technology (AIST),
Tsukuba, Japan, “Synthetic Biology Group, J. Craig Venter
Institute, La Jolla, California, USA, *Telesis Bio, San Diego,
California, USA, “Department of Biological Sciences,
Graduate School of Science, the University of Tokyo,
Tokyo, Japan, *Graduate School of Life and Environmental
Sciences, University of Tsukuba, Tsukuba, Japan
Front Microbiol 2024, 15:1411609.

doi: 10.3389/fmicb.2024.1411609.
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Kento Tominaga', Shogo Ozaki?,
Katayama®,

Frequent non-homologous replacement of replicative

helicase loaders by viruses in Vibrionaceae.

Shohei Sato?, Tsutomu
Yuki Nishimura', Kimiho Omae', and Wataru
Iwasaki'*

" Department of Integrated Biosciences, Graduate School of

Frontier Sciences, The University of Tokyo

? Department of Molecular Biology, Graduate School of

Pharmaceutical Sciences, Kyushu University

Proc Natl Acad Sci U S A. 2024, 121(19): e2317954121.
doi: 10.1073/pnas.2317954121
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Probe capture enrichment sequencing of amoA genes
improves the detection of diverse ammonia-oxidizing

archaeal and bacterial populations

TR, GHRIMER *, BUSIAE ?, BT, BaifRe:
AINBRBS T2, KR, AR 2, AR Y, RE
b
'TAMSTEC - ¥ PERERER I, * oK - RHEM, * BEK-
Bt - B
Mol. Ecol. Resour. (2024)
https://doi.org/10.1111/1755-0998.14042
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Genetic and functional diversity of
B-N-acetylgalactosamine-targeting glycosidases

expanded by deep-sea metagenome analysis

AR, ERRS Y, AR LT, EIEEA S T,

Keith A. Stubbs®, FHHogifit >, BB, RIEMER S, AR
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Nat. Commun. 15, 3543 (2024)
https://doi.org/10.1038/s41467-024-47653-2
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https://www.amazon.co.jp/dp/B0D7H6PRRR

