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Whole-genome resequencing of Synechocystis sp. PCC 6803
substrains by massively parallel sequencer
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Arachidonic acid cascade negatively contributes to caffeine tolerance
via non-apoptotic pathway.
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Genome-wide analysis of protein-DNA interactions by in vivo genome
footprinting with high-throughput sequencing

O Onuma Chumsakul', Kensuke Nakamura®, Shu Ishikawa', Taku Oshima®,
Naotake Ogasawara®

1)Graduate School of Biological Sciences, 2)Graduate School of Information
Science, Nara Institute of Science and Technology
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Post-transcriptional regulation of GevB, a conserved small RNA
regulator of amino acid metabolism

OMasatoshi Miyakoshi*, Yanjie Chao', Kai Papenfort', Cynthia M. Sharma?,
Jorg Vogel'

1) Institute for Molecular Infection Biology, 2) Research Center of Infectious
Diseases, University of Wirzburg,
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1)Graduate Sch. of Biological Sci., NARA Inst. of Sci. and Technology, 2)Inst. of
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6)Dept. of Biological Sci., Purdue Univ.
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A multi-omics approach to the re-annotation of the Bacillus subtilis
genome
Colin R. Harwood

Centre for Bacterial Cell Biology,Institute of Cell and Molecular Biosciences,
Newcastle University, Professor
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Comprehensive 16S-based analysis of effect of probiotics on shaping
human gut microbiota
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Functional analysis of the Veg protein that stimulates biofilm formation in Bacillus
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The antibiotic roseoflavin produced by Streptomyces davawensis reduces the
activity of AzoR from Escherichia coli
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Comprehensive 16S-based analysis of effect of probiotics on shaping human gut
microbiota
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